Campylobacter rectus and Solobacterium moorei are anaerobic Gram-negative and Gram-positive rods, respectively, that are occasionally members of the human oral flora. Bacteraemia has rarely been reported. We present the first case of mixed C. rectus-S. moorei bacteraemia in an individual with diabetes and human immunodeficiency virus infection. Both bacteria were successfully identified by MALDI-TOF MS. 
Case report
A 70-year-old man was admitted to our institution for a progressive decay of his general conditions: important weight loss and fatigue, and dysphagia associated with fever, cough and dyspnoea. The patient had human immunodeficiency virus type 1 infection and was being treated: viral load was <50 copies/mL and CD4 + T-cell count was 890/μL. After the collection of two sets of blood cultures, empirical treatment with amoxicillin/ clavulanic acid was started. After 72 hours of incubation in a BD Bactec FX blood culture system, one out of the two anaerobic blood culture bottles became positive (Becton Dickinson, Franklin Lakes, NJ, USA). Gram-staining achieved from the positive blood culture showed the presence of both Gramnegative and Gram-positive rods. Rapid matrix-assisted laser desorption/ionization time-of-flight mass spectrometry (MALDI-TOF MS) identification was performed on the positive blood culture, but provided no reliable identification. This is the first case of a concomitant bacteraemia with C. rectus and S. moorei. Campylobacter rectus, an anaerobic Gramnegative rod, and S. moorei, a Gram-positive anaerobic rod, are both occasional members of the human oral flora and were found in individuals with refractory periondotitis [1] . Invasive infections such as empyema and brain abscess have been mainly reported in individuals with poor oral hygiene [2] [3] [4] .
Solobacterium moorei bacteraemia is reported especially in individuals with malignancies [3, 5] . In Table 1 a review of cases of S. moorei bacteraemia is presented. In all infections, identification was performed using 16s rRNA sequencing. We identified only two cases of bacteraemia caused by C. rectus; in one identification was performed using 16s rRNA sequencing [4, 6] . The present case is the first in which both S. moorei and C. rectus were identified using MALDI-TOF MS. This case illustrates the added value of MALDI-TOF MS, not only in clinical microbiology [7] but also as a fast and reliable alternative to expensive molecular techniques such as 16s rRNA sequencing [8] . The probable source of the mixed bacteraemia was the translocation caused by the HSV-1 oesophagitis. Disruptions of the mucosal barrier along with host immunodeficiency are associated with higher risk of bacterial translocation from the gastrointestinal tract [9] . 
